Tumor dissociation methods reveal potential
distinct fibroblast groups
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Background: Enzymatic vs mechanical tissue dissociation causes changes in expression in multiple cell types
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Flow cytometry surface analysis of

splenocytes shows artificial protein

expression using dispase or

collagenase for tissue dissociation. R

Autengruber A, et. al. Impact of
enzymatic tissue disintegration on the
level of surface molecule expression
and immune cell function Eur J
Microbiol Immunol (Bp) 2012
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Type 1 collagenase shows increased protein expression of CCR7,
CD127, CD45RA, and CXCR4 in lymphocytes of the gut using CyTOF
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Trapecar M. et al, An optimized and validated method for isolation and characterization
of lymphocytes from HIV+ human gut biopsies AIDS Res and Hum Retro 2017

Filtered — Enzymatic: Media+Cells+
Enzymes (Collagenase +
Hyaluronidase) 37*C, 1-2 hr
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Enzymatic dissociation releases more fibroblasts for

SCRNA capture than mechanical dissociation

Average percentage of total

cells
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Cell death/stress pathways significantly increased in
enzymatic vs mechanical dissociation in scRNAseq
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Heat shock stress response is significantly upregulated in enzymatic vs mechanical from scRNAseq data
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Distinct gene expression between enzymatic and mechanical digestion that could potentially reflect
differences in subpopulations from digestion release or effects from enzyme digestion

Two distictive
subpopulations of
fibroblasts

Similar cell capture between
enzymatic and mechanical
still shows enriched fibroblast
population in the enzymatic
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Different dissociation
methods lead to unique cell-
type specific transcriptional
changes in fibroblasts o
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