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A small cell population from wounded wing disc co-clusters 
with the eye-antennal cells from tumor development

Expression pattern Regulatory network

(wing disc + rotund-eiger cells)

• delayed development (chinmo+) 

• eiger survivors (rotund+) 

• JAK-STAT repair response (upd3+)

• JNK pathway (Jra+ GRN) 

• Oxidative stress (cnc+ GRN)

ATAC-seq validation
Motif enriched in differentially accessible peaks between 
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