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Stuart et al. Cell, 2019

Challenges in using reference atlases:

• Mapping user’s data on the top of a reference 


 while preserving biological variability

• Distributed and decentralise references 

• Not efficient and ease-of-use

• Current integration methods are one-time use

Courtesy of Alica Clark

Cell atlases as references   



scArches: single-cell architecture surgery
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Available adaptors

Query adaptor

https://github.com/theislab/scarches



IFI27 CXCL10

C1QA

CXCL5

IFI6

ISG15

Macrophages

CD8+ T cells

a b c

d

no
rm

al
iz

ed
 e

xp
re

ss
io

n

high

low

FABP4

TRAMs

CCL2
MoMs

activated TRAMs, 
cancer

TRAMs

TRAMs MoMs

e

Integrating  perturbations on the top healthy reference 
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