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Common colon cancer cell lines encompass a CD44highEpCAMlow subpopulation with mesenchymal and highly 
motile and invasive features 

HCT116 spleen injection

FACS Bulk RNAseq



Identification of Epcamlow cells in primary colorectal tumors and association with survival

Single cell RNAseq of N = 22 CRC patients 
(Lee et al. Nat. Genetics 2020) 

Bulk RNAseq of N = 3232 tumors
(Guinney et al. Nat. Medicine 2015)
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Single cell RNA seq analysis of HCT116 reveals partial EMT cells where the two populations cross
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Mapping EMT
Epi = Gsva(MAGIC.Epi)
Mes = Gsva(MAGIC.Mes)

EMT = Epi – Mes
E/M = min(Epi, Mes)

E/M transition

Unsup. Clustering EMT space
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